Results

222
Phenotypic and genetic differentiation among study populations 223 As expected, hatchery-reared fish were on average larger (t 45.288 = 5.40, P< 224 0.001), heavier (t 37.044 = 5.09, P< 0.001) and had a higher condition factor, K (t 81.791 = 225 4.30, P< 0.001) than wild fish of the same age, although there were also significant 226 differences among populations (length, F 6,78 = 217.53, P< 0.001; mass, F 6,78 = 227 183.93, P< 0.001; K, F 6,78 = 8.73, P< 0.001). Observed heterozygosity calculated 228 using MHC-linked, but not neutral, loci was significantly higher in wild than in 229 hatchery populations (MHC-He: t= 3.25, P= 0.02; neutral-He: t= 0.57, P= 0.59), but 230 there were no significant differences in allelic richness ((MHC-AR: t= 2.43, P= 0.06; 231 neutral-AR: t= 2.16, P= 0.08; Table S1 ). Pairwise F ST values were significant for all 232 comparisons (P < 0.01), except for the two Scottish rivers (Tweed and Spey; Table   233 S2), although there was considerable variation in F ST and genetic distances between 234 different populations. Genetic differentiation of populations is also highlighted by the 235 results from PCoA analysis of genetic distance ( Figure S1 ). 
